Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.058; wR factor = 0.174; data-to-parameter ratio = 12.8.
Related literature
The title compound is a key intermediate in the synthesis of the quinolone antibiotic moxifloxacin [systematic name: 1cyclopropyl-7-[(1S,6S)-2,8-diazabicyclo[4.3.0]non-8-yl]-6fluoro-8-methoxy-4-oxo-quinoline-3-carboxylic acid], see: Petersen et al. (1993) . For a related structure, see: Garduñ o-Beltrá n et al. (2009) Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; y À 1 2 ; Àz þ 1 2 .
Data collection: CAD-4 EXPRESS (Enraf-Nonius, 1994); cell refinement: CAD-4 EXPRESS; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
In the title compound, all bond lengths and angles show normal values. The dihedral angle between the heterocycle and benzyl group is 45.8 (5)° ( Fig.1 ), similar to that found in a related strcture (Garduño-Beltrán et al., 2009 ). There is a intermolecular C-H···N hydrogen bond (Table 1) in the crystal structure.
Experimental
Benzylamine (3.85 ml, 35.2 mmol) was added to a suspension of 2,3-pyridinedicarboxylic anhydride (5 g, 33.5 mmol) in acetic acid (50 ml), and the mixture was heated under reflux for 18 h. It was then cooled to room temperature, concentrated in vacuo and the residue was triturated with diethyl ether to afford the title compound as a white solid in 57% yield. Crystals of (I) suitable for X-ray diffraction were obtained by slow evaporation of an acetone solution.
Refinement
All H atoms were positioned geometrically and refined using a riding model with C-H = 0.93-0.97 Å and U iso (H) = 1.2 U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
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